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INTRODUCTION
Follicular lymphoma (FL) microenvironment is characterized by a strong infiltration of helper T (Th) cells displaying a complex phenotype, including an overexpression of both activation and exhaustion markers, and a specific gene expression profile (GEP), underlying altered T-cell activation, motility, and polarization [1] [2] [3] [4] [5] . Recently, we demonstrated more precisely that genes related to follicular helper T cells (T FH ), the specialized CD4 pos T cells involved in normal germinal center (GC) B-cell survival and differentiation 6 , represent a significant part of FL-specific microenvironment signature and revealed their unique capacity to support malignant B-cell growth 7, 8 . neg T FH , CD10 pos T FH , and CD10 neg T FH were sorted using a FACSAria (BD Biosciences) (purity >98%). Tonsil and FL B cells were purified using the human B-cell isolation kit II (Miltenyi Biotec).
Phenotypic study
Membrane and intracellular staining were performed using standard flow cytometry 
Microarray hybridization
GEP of 7 FL-T FH and 7 tonsil-T FH was analyzed using GeneChip HG-U133 Plus 2.0 microarrays (Affymetrix) and normalized using Partek software. Microarray data are registered to the Gene Expression Omnibus under accession number GSE66384.
FL B-cell anti-apoptotic assay
Purified FL malignant B cells were cultured alone, with an activation cocktail (CD40 ligand, IL-2, IL-4), or in the presence of purified CD10 pos or CD10 neg T FH (ratio 1:1).
After 48 hours, B-cell apoptosis was assessed on CD20 pos CD2 neg B cells using active caspase-3 PE apoptosis kit (BD Biosciences).
Statistical analyses
Statistical analyses were performed with the GraphPad Prism software using non- Figure S1C ). Moreover, CD10 pos and CD10 neg T FH displayed the same capacity to sustain immunoglobulin production by autologous purified B cells ( Figure S1D ). We next checked whether CD10 pos tonsil-T FH could be enriched for CD57-or Nrp-1-expressing cells ( Figure S1E In conclusion, our study supports the current understanding of FL cell niche as an intricate network of cell interactions where each cell subset should be exquisitely characterized individually and in relationship with the other partners before being proposed as a biomarker or therapeutic target.
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